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Microbial community diversity analysis of ocean fish in pickling process
SUN Ying WANG Ping —ya HUANG Zhu - liang PENG Zhi —lan CUI Jie
Zhoushan Institute for Food and Drug Control Zhoushan Zhejiang 316021 China

Abstract: Objective The composition of microbial communities and the change rule of dominant bacteria of ocean fish in the
pickling process were revealed. Methods The method of constructing 16S rDNA gene cloning library were used to analyze the
diversity of microbial communities and the change of dominant bacteria. Results Psychrobacter in the pickled system with 1 © 4
and 1 : 8 salt to fish ratio was the predominant microbial communities at the earlier phase( 5 d) and Psychrobacter cibarius was
the dominant strain. Pseudomonas and Psychrobacter in the pickled system of 1: 4 salt to fish ratio were the predominant
microbial communities in the middle stage( 10 d) and the dominant bacterial strains were Pseudomonas fluorescens and
Psychrobacter cibarius. But the predominant microbial communities in the pickled system of 1 I 8 salt to fish ratio was
Psychrobacter and Psychrobacter cibarius was the dominant strain. In the mid — late stage ( 15 d)  Psychrobacter and
Psychrobacter cibarius played a leading role in the pickled system of two salt to fish ratio. At the late phase of pickled processing
(20 d)  Psychrobacter in the pickled system of 1 : 4 and 1 : 8 salt to fish ratio was the predominant microbial communities. In
addition at the late phase Psychrobacter sp. P2 —18(2011) was the dominant strain in the pickled system of 1 : 4 salt to fish
ratio and Psychrobacter cibarius was the dominant strain in the pickled system of 1 : 8 salt to fish ratio. Conclusion Microbial
diversity in the pickling process for ocean fish could be investigated by 16S rDNA clone library method. It is of great significance
to the quality and safety of pickled ocean fish.
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2 16S rDNA 1:8
(
0d 5d 10 d 15d 20 d
( Clostridium) ( Clostridium putrefaciens) 4
( Clostridium histolyticum) 1
( Clostridium proteolyticum) 20
( Psychrobacter) ( Psychrobacter cibarius) 7 9 13 9
( Psychrobacter maritimus) 2 3 1 3 5
( Psychrobacter glacincola) 2 1 1 2
( Psychrobacter faecalis) 1 3 2 2
( Psychrobacter pulmonis) 1 3 2
( Psychrobacter celer) 2 2
( Psychrobacter aquimaris) 1
Psychrobacter fulvigenes strain KC 40 1
Psychrobacter sp. M3 -2 1 2
Psychrobacter sp. strain ANT_P10B 1
Psychrobacter fozii strain Spedi2 2 1 1
Psychrobacter sp. P2 —18(2011) 1 2
Psychrobacter sp. M4 —12 3
Psychrobacter sp. R3.4 1
Psychrobacter fozii strain 0226 1 3
Psychrobacter sp. 88B3_12ER2A 3 1
( Pseudomonas) ( Pseudomonas fluorescens) 1 1 2
( Pseudomonas putida) 1
( Pseudomonas simiae) 1
( Pseudomonas fragi) 2
Pseudomonas sp. 44B3_12ESS 1
( Carnobacterium) 1
( Sporosarcina) ( Sporosarcina aquimarina) 4
( Janthinobacterium) ( Janthinobacterium lividum) 2
( Staphylococcus) ( Staphylococcus saprophyticus) 2
( Staphylococcus equorum) 6
(15d) 2
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